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Detection of insect-resistant maize Bt176 and its derivates products using droplet
digital PCR method
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zSS I b—-F CGGTGGATGCTAAGGCTGATG

zSSIIb-R 88bp AAAGGGCCAGGTTCATTATCCTC

zSS I b-P HEX-TAAGGAGCACTCGCCGCCGCATCTG-BHQ1
Bt176-F TGTTCACCAGCAGCAACCAG

Bt176-R 100bp ACTCCACTTTGTGCAGAACAGATCT

Bt176-P FAM-CCGACGTGACCGACTACCACATCGA-BHQ1
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T B PCRY P : 1. 95 °C, 5 min (Ramp 2 C/s) ;5 2. 95 C, 30 s (Ramp 2 C/s) ;
3. 58 C, 1min; 4. Goto2, 39X; 5. 98 C, 10min (Ramp2 C/s) ; 6. 15 C, 10min (Ramp 1 C
/s) o R AMACE BISAE,  PTARYE AN IR R i 1 3 >4 1 R
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Droplet PCR Supermix 2X 10uL 1X
zSS I b-F 20 pmol/L 0.9uL 900 nmol/L
zSSIIb-R 20 pmol/L 0.9uL 900 nmol/L
zSS I b-P 20 umol/L 0. 25uL 250 nmol/L
Bt176-F 20 umol/L 0.9uL 900 nmol/L
Bt176-R 20 umol/L 0.9uL 900 nmol/L
Bt176-P 20 umol/L 0. 25uL 250 nmol/L

DNA iR 10-100ng/uL 2ul -

47K - 3.9uL -

SRR - 20uL -

T« AR AP OB AR R




SZDB/Z 335—2018
o A7 PCR HI#/E#% 8 (Instruction Manual, QX100™ Droplet Generator) £ {Instruction
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