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DB XX/T XXXX—XXXX

. BmMEE SSR HFiriciA
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DB XX/T XXXX—XXXX

=~

Ll

it

ARSCAHHZIEGB/T 1. 1-2020 (hrfkfh TAESM B35 bR db SCRR S5 AR SR (R e i

=

TEVE RS I F e NS AT RV LR o ARSI R AT WA AS A0 5 R 1) T4 F

AL T A RMR K THE I DR,

AR AL T R R ST

A EERE N X, X7, X BmACE, SRR BANEL KER. R RiglE. X
Ko
AR AT ST 5 AR AT A FNAS N 0 ) R0RH 2 DL A, 350 ] DL I Sk R AN SR bR 45 AT I Bt
TATRE S B E N AL B, AR S PRt AR BT VAN S

VA A BT AR TR bk < 3 T MR A T R BH AT AN IXOR S b #1255 ), B &R HLIE : 024-23447862.

SRR ERALE ML T SRR ER R O TS O it P X R R AR D, IR
1. 0417-7033462.






DB XX/T XXXX—XXXX

Z, BHmMEZE SSR 9 FhridiE

1 SEE

ASCAE TR E S TS (Simple sequence repeats, SSR) 73 FhriciEd# T2 (Plum)
A (Apricot) FhFF4EE M FEENR B A SR . WAECH]. SEAR . BIEDIER BT,
SERHEE IR,

ASCAE TR HSSR FARICHR SO LU PRI S e 25 AR 5T B

2 HEMSIRAXH

N HU A R P 2 e SO R TG TP T BRCAS A A AN ] 2 R SR s R, v E 51 SO,
A% H AR R I RRASSE F A SR AN EH A 51 FSCt, HEFRA CEFEFTA MBS EH T4
S

GB/T 19557.1 HEMHT b AREFPE. — e e MR e g ol

GB/T 19557.30 HEAWIBranAhRE Ik — B E e Y

GB/T 30988 % M2 P2 K 2H DNA $EH LA f2 M3 7 2

GB/T 30989-2014  f=yid & J& K7 B AR HUAE

GB/T 37870 /M e ¥ il /=l 7 7 7%

NY/T 2594 HE¥) 5 Fh 4 DNA 43 FAnidiZ sl

3 ARNBEBFENX
NY/T 25945 58 BIATE R € SUER T A
4 HER&IE

T HNAEWEEE P T A

bp: BEFEXT (Base pair)

CTAB: /Nt =R (Cetyltrimethylammonium ammonium bromide)
dd H,0: EZEIM/K (Distilled and deionized water)

DNA: 48 Z %R (Deoxyribonucleic acid)

Hi-Di: £ T HWEEL (Highly deionized formamide)

nt: BgFE (Nucleotide)

PCR: ZEMpeE /<™ (Polymerase chain reaction)

PVP: R IEM& Sl (Polyvinyl pyrrolidone)

TE: Tris—EDTA £/ (10mM Tris, ImM EDTA, pHS8.0)

5 [RIE



DB XX/T XXXX—XXXX

e HIAFER B BIR, AL A7 AR5 RENS AT R g 180 4% 1 T4 2 B B2 3 81| SSRIK B A I E 22 5
R 22 5 ] LAE I M R AT AR MR A AS DUAF: df P SR HXDNA, R HISSRGIIREAT I B9 AT HLik, 38 A I
I R BRI A 7

6 FEEMUFRHFSHIFEM

e B oL B RE T A T B AR B, S SRR, ARG A Sk L AR SRR SRR
FLAA LI A

7 RXFIE S
T O 77 7 WP 3B
8 SSR3I4
T2 &A% e R S SSREI A 455,  WLHSC. 1B KiRE55°C-57°C.
9 SHmf
SR SR LB D
10 #BRIESH
101 HmfER
RS WA A SRR R SRRSO, #2I8 GB/T 30988-2014, 8 RBULIRM R . B frill
an PRI S IR SRR 3 AN BT IR G 0T . T4 B RERR LR B L Sl (R
A (1) IREBETEOE, Mirtrid 8 TREPRE, RAET-80CukeH.
10.2 DNA 32H}

K 2R CTABYZE AR ENZE . A5 FF ShDNA; B FH A 47 25 R ZH DNA B H X5 6 Ak B 10 B P B AT 42 . 758
A5 Bl BT E AT H2 E . 20 R CTABYEDNASE U B Un R

a) R R I R RSB ER B O R, SRS IR0, 2878 A A AR N 2mL B D
IG5 C HAAFICTABHRELE600 1 L,  CIINIEEPVPRY KRB 1% B~ LB » RS
Imin/5 & F65°C/KIRH#H50min, FERE5mindE 1K,

b) HUHEOEE TUK E10min, AEE TACEBEEONF, 12000rpmZ L 15min. 4 BAGEL
IS ERL. SnLE O E T,

c) JMA20uwg/ uL RNAVHALEGL0 v LIFRERID5), BlJE B T37°CR:7R48 1 160min;

d) BB OISR A/ RIREE (24: 1) )5, 74MES), ZIE F#E 10min, 08112000
rpmES L 15min;



DB XX/T XXXX—XXXX

e) HU LiEW500 v LE TH 1. SmLES O I L OmLI-20 CUK LB, BRI S, B T-20C
VKAE60minal4 Cid 4 ;

) BHEOEIFE T4CHEEECHLH, 12000rpmB030min, FF biF, FIHT75% LB SR UTIE M
K, BOPFET =R T ERET

g)  MAL00 L TEWEWRIAEDNAYIIE, A5 56 AV i fa A R A% B D a2 ASCR I DNAYAR B35 FNAfi 55, K4 DNA
WIEFRE 2 20ng/ 1L, BT -20CUKFHIRLT -
Vs HAbFTEEDNAG B RE 05 AL J5 S PCRY™ 18 75 B2 AIDNASR U7 403 F T AR S0«

10.3 PCR 351
10.3.1 PCR R Ri{AZE

SAAFR20 v Lo B AEDNARENRS 1 L(20ng w L), E¥HFZEE5471 u LC10nMD), FHEE@E 5471 u LC10 uMD,
2 X Taq DNABAHEMix 10uL, ddH0 3 1L,

10.3.2 PCR R RI#2FF

PCRI N FE U0 R

a)  95°CAZ4:5min;

b)  95°CAFH:30s;

c) KRR PR SR CHEFE 51 PR K il B IR K 3053
d)  72°CiEfHi45s;

e) FEEb-dTISMEI;

£)  72°CHEfH10min;

g) PCRI=ME T4 CLRAT

10.4 PCR 3/ 1& =446
10.4.1 PCR Fr4p4tifk,

FEPCRY B4 =) B T 96 fLPCRAGHEA T 2lifb 4, DRI R -

a) 20 w LPCRFMIINAG u L SMANaCl (9K EE0. 5M)

b)  HIA25 L 24%[HPEGR000A (ZIKFE12%) , TBAT;

c) BT =EIE30min;

d) BT E0H14500xg, 4°CE0L30min/g, SEEREMUANTE BRI KYC L, B0%150xg, 2L
i

e) MMATOuL 75% ZF%, 4500g, 4°CECa15min, SRUKEHOSINTEEFIWOK4E E, B2 150g,
Er i, EE K

£)  50CHEH EETE, MAL0 L ddLOAEME, BI N4 LIIPCR™ ).

10.4.2 EMERK ENFRTIE



DB XX/T XXXX—XXXX

BYHE K EVLRE &, BIRWR

a) RS IPCRAZ M EL u LT #1196 FLPCRIR 1, B AE SN0, 5 u LINAR (GS500L1Z) K
50 u LIMHI-DIFFRER, JRIZUFE5min, (FNFR 780 TRE:

b)  KFI6FLFHUBAPCRILH, 95°CnEmin, FEFF 45 9 G G e VK B E12min. fdr LR G,
TEABI3730 DNAJU FA H#EAT A I

11 EFEBTEE

B AN B i SSRA i 1) S5 A28 57 LAY 389 7 ) e B KN T U3 0R o {8 ] Genemapper4. 0% £ 152 X
ABT3730RKLM )5 ek RIUEE I&] (I, 2, [&I3) AR AF U W A5 S B EE 51 MIAE B B b gy 3 74
WA 1 DR B IS T HF D S AEEXCEL A% oy, YAk DR R R o AR A5 000 it e 55 2 L il o ) SSREEAT JE PRI 2
BRI S EHFIE, R EAER.

:
TN b AN -l i - . . ——— - ey o
-

' -

B =2 S FATPEE SESSR S [ 446 i [



DB XX/T XXXX—XXXX

» % o ~
10 190 120 14 1350 w0 1o
- ,jt AA 4] w W 19
10 120 Aed 1. 1350 1" 7o
1
)\.A)\ " B w 0
110 1720 0 1. 150 160 wo
J |
)" L n ) 0 = M
10 70 3o 1. 1o 160 Ad
k J i " » o e
10 120 130 140 150 1w "o |
)'i :\A m " -~ b <
"o 120 30 0 150 0o o
10 190 130 14 150 M o - = - = -
ANA " " - ™ )
190 120 1o - 150 1“0 o
l
A A —
& 2 SSR 5|9 [& 3 SSR 5|4) ssrpacita5 (475 110)
‘ampa101’  ((RS 4) FUEFIEE
U EEIEE

12 FERAE
12.1 FIERZE
A E RS =2 I, HE AR R e R AL S <2 I, FE N EER] R
VE: AN, WTHEIEGB/T 19557.1 F1 GB/T 19557.30 4 A E AT HIIEIINIR, #lsE SRk IR ETEAS R B A7LE W
12.2 5RFik
R IR 550 B i CEE AR 2 CLH il A 1 AR, R

RIT G, O A atri, SRER: RIRLEEy_ , ERiosoy_ |, HE
N GRFSUEERD .




DB XX/T XXXX—XXXX

M & A
(H3e)

EEERRFSAN, 7

TEER A SR M IR AL 1
RA EENERESAN B

e eSS B I B 37wl T EFEM

TNk = 2R (CTAB) « K24
R EOHL. IR, | LR GEER (PVP) . SAKEN. =EF | 1.5mL. 2ml B0, B

DNA $2HL B KA. FT. B | SRR (Tris B . B-MIELE | MOORESH Sk Sk
S WL RNA JHILES . GUDT. SEIREE. UK | BFEk. RLRTE

LR UK WA

‘ ‘ TaqMix /5 (Taq DNA 45 Mix) . SSR
PCR 444 PCR #1128 ki . o 96 4L PCR 1
OG5 ddH0

96 fL PCR #t . G

FY0E B HIK ABI3730 DNA 4:#T4% Hi-Di w4l k% . PAs (GS500L1Z)
Bk, k&




DB XX/T XXXX—XXXX

M & B

(FsEtE)

RFIBCHI A
B.1 DNARZEURXFIAIBECE

B.1.1 1.0M Tris—HCL j&;%& (pH=8.0)

i 121.1 g Tris BT 1 L gebrd, HIAZ 800 ml f) dd H.0, FoA4-HidkiAmE, FMREILER AT pH
fHZ 8.0 (I 42mL HIKERER) . KF e R 2 1L, ShEEEKEE, FRET.

B.1.2 0.5M EDTA &% (pH=8.0)

FREL 186. 1gNa.EDTA*2H.0, B+ 1 L Bt IIAZ 800 mL ) dd H.0, F&4r#i#+k: FI NaOH 75 pH
% 8.0 (£ 20g NaOH); i dd H.0 K iAME R 2 1 Ly milimE KE, ElRA7

B.1.3 2% CTAB &%

2 MFREL CTAB 20g, NaCl 81.816g, PVP20g, 43 7l&H IM Tris-HC1 ¥k (pH=8.0) 100 mL, 0.5M
EDTA ¥A# (pH=8.0) 40mL, EZAZ 1000 mL.

B.1.4 SA—F/XkEz (24:1)

S EL 240mL S50 10mL SR EE, K TR A .

B.1.5 75%ZEERK

B 150mL /K 28, 50mL ddH.0 BT, RS .



DB XX/T XXXX—XXXX

Mf & C

(Fse)

SSR 547

SSR 51 C. 1.
% C.1 SSR 5|4
Jthgns | SIAAFR Rtk | EERSIMFES (57 =37 ) RIS (37 =57 )

1 ampalOl 3 cagtttgatttgtgtgectete gatccaccctttgcataaaatce
2 ampall2 5 caaagtgtcattgttcttgctag aaggccaaaactccagtagaag
3 cpdet040 - tgatgaggcctagaaattgga cacagcaatcagcaaaaagc
4 cppct013 5 gcatttcgagagctgtattt gtcttacgtgeagettcatt
5 cpsct005 4 ctgcaagcactgcggatecte cccatattcccaacccatta
6 cpsct034 2 aggtggacaatagccgtgat tttccagaccctgagaaage
7 pchgmsb 4 cgcccatgacaaactta gtcaagaggtacaccag
8 udap—413 2 ccaggacccaaaccctaaaa tgcaaacacaacacctacctaca
9 udap—418 4 cagaaatagccccagcacat ttcttgegeccaaaaacaact
10 ssrpacitab 1 gttgtgtttacttttttcttaacgg gtatcacaagtgagaacataagagg
11 udap-410 1 ttgttgacaagaagaaaacaaagce caacgggttggtttcagaag
12 udap—420 6 ttecttgettecctteattg cccagaacttgattctgacca
13 udp98411 2 aagccatccactcagcactce ccaaaaaccaaaaccaaagg
14 ampal09 - gtgtccegaattccaatatcee tttgtctcaacactttcectete
15 ampall6 - attgaaggccccttatgtgag caaaaaggcgttacagatgatg
16 aprigms2 1 accacctcttgcaaagaacc gaaatttcaagcacacgatcc
17 pacal8 1 tccaaacctaccgtttctecat caacagcacaaacagaaccac
18 cpsct042 7 tggctcaaaagetegtagtg ccaacctttegtttegtete
19 bppct017 5 ttaagagtttgtgatgggaacc aagcataatttagcataaccaagc
20 cpdct041 - tgtttgecacgtttttgaaage tggaggggtacaaggaacaa
21 cppct021 6 cggatcccagttgtattaaatg gaggaactggttatcaccttgg
22 cppct026 1 agacgcagcacccaaactac cattacatcaccgccaacaa
23 cpsct030 5 caacagcgagtgtcacgttt aggcaacggacaaaaatctg
24 cpsct039 4 gccgecaactcgtaaggaata tccaccgttgattaccctte
25 epdcu3117 8 cagagggaacagtgtgagca tgttgttgtcgaccctgaaa
26 pchgmsl 1 gggtaaatatgcccattgtgcaate ggatcattgaactacgtcaatcctce
27 uda020 2 tgtgcaccaaacacaactga gcagtgttgccaatgttgat
28 udap—416 4 ttcagactcgaaaacacacataca tggaggaggtttatgagcaa
29 udp96-013 2 attcttcactacacgtgcacg ccccagacatactgtggett
30 udp97-402 4 tcccataaccaaaaaaaacace tggagaagggtgggtacttg




DB XX/T XXXX—XXXX

10

% C.1 SSR 3|4 (&5

Jagws | SRR TGN EFEIFES (57 -3 ) RIS (37 =57 )
31 udp98-412 6 agggaaagtttctgetgeac gctgaagacgacgatgatga
32 ssrpacital0 - ggtgaggtcetgtgctgaatatgeca cgattaaagaaataagaaaaagagc
33 ssrpacital7 1 cacggggagaattgggtggecttag ggagtctataaataaatggttgege
34 ssrpacita2l 5 gattatataagttggtttttgtaag gtattctataatgtataaatgtacg
35 ssrpacita23 - gtgaatacaaaattttactacattg cggtctetgactetetgacttgegg
36 ssrpacita’? 1 cttttgtgecctcagettcccaacac cctggectgaccectaagecaatteg
37 udap—404 4 catgaacagggtcaaaagca tatatccttacgecggectca
38 udap—414 1 caagcacaagcgaacaaaat ggtggtttcttatecegatge
39 udp96005 1 gtaacgctcgetaccacaaa cacccagctcatacacctca
40 aprigms24 1 atctgctetttecctecacet gattatccctcaacccatece
41 pacad3 8 tcagtctcatcctgecatacg catgtggctcaaggatcaaa
42 pach26 1 ccaatcatgaaatcataaagcaa tgggatgtcctattgttttca
43 pacc3 - tgacttgatcagactcgaca ttgcatttgcatttacaataga
44 epdcub100 1 ctecttetegecteccaattt gcttagecctgggtacaag
45 cpsct021 2 gccacttcggectaaaagaga tccatatctecteetgettga




DB XX/T XXXX—XXXX

Mt % D

(Fse)

SHEEM
FZMEMIED. 1.

=01 FHRAM
T m A A4 AR Vs JE 7 H

1 T2 P. salicina Lindl. WL ZE 4k
2 Hepisreias P. salicina Lindl. o AR s g
3 G HEE P. salicina Lindl. L4
4 BREEZ P. salicina Lindl. EB|A=E3
5 UiNLS s P. salicina Lindl. CETN
6 VREEE AR 0 P. salicina Lindl. T
7 B P. salicina Lindl. BT =
8 B s P. salicina Lindl. BT AKH
9 iR RS P. salicina Lindl. WAL PH
10 N P. salicina Lindl. TR
11 SV N P. salicina Lindl. WL E 2
12 AN AR P. salicina Lindl. Il
13 BT P. salicina Lindl. T REE
14 i P. salicina Lindl. ey AR
15 21 P. salicina Lindl. NS
16 BERAZ P. salicina Lindl. IOE[A=E 2
17 Fl—Raz P. salicina Lindl. BT —
18 Ly PERCI RPN S P. salicina Lindl. AT A
19 B P. salicina Lindl. WA 2
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DB XX/T XXXX—XXXX

MM LD, 2.
*D.2 BERmH

U il A4 R Vs Ji 7 by
1 KAEEZE P. armeniaca L. b=
2 TREFAL P. armeniaca L. b=
3 (29185 P. armeniaca L. b
4 wEa P. armeniaca L. i E R
5 PMEEEE P. armeniaca L. Ak
6 i 2 72 P. armeniaca L. AL EZ
7 =2 SAN P. armeniaca L. AR &
8 #FEH P. armeniaca L. T i) EL
9 [ P. armeniaca L. GHOR B
10 A E P. armeniaca L. b
11 T FE Mg P. armeniaca L. AL e
12 — 5% P. armeniaca L. WAL
13 ES P. armeniaca L. T ReE
14 SRR AT P. armeniaca L. AR
15 iAoy P. armeniaca L. AR i B
16 15 P. armeniaca L. IRFE %
17 it P. armeniaca L. R
18 T P. armeniaca L. WHRMEE
19 =K P. armeniaca L. R E
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