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VYN (Vibrio alginolyticus) J&—28 VZAFIE TR, Tl I ERSBELL JL
B, HRER, DUSREEIG ™ bbb 1 2 B VAP IR S R B, L Emg#h. A A7
K B 325 G A T Y, SR N YRR P E AR SRS
WOmAE S E RSB . R 20 FROREE AT 51 EE N SEINE I, FESRE, FIEINE
o PR B 5 DL S A BV L B 6 O I B AV e B o Ao, SEERAER
4= 80000 9 500 B BEiEIT A1 100 FIFET:, b KEZH AL R FHIESL.
V2 1 B — 4 9% T 2001-2019 AR ITE I8 G 1) I PRI AT 9 7 T A 4 o S s i
e B RR G 5 S B R G 34. 3%, JEf W BEUR NG, HolERuN 5%
MO ERA O, WRAEFEAN 7. 14%. FR G b o ya e B A Hh FR T ik 21 82%., 1T
S A 0 RV e IR 51 RS0 (R S R I B i o DRI, T BRI 1 20 B 4 08 19
ML, PRI VA T B B B R .

AT LG A TE IS 1 1 A B Hp 2 e B — SR PR 3R T 5 ) it P I 5]k ) R
TR FARAL, EAE S0 28 7y B 3 5% v A B 2 8 380 0 38000 o AR AR i 5 v L 1 9K
AN, S50 J5 R T e o F R AE VA eI B 5 R (1 e 1 4k B P i ]

ARG AR IR AE, Joidk th BRI T, 1) VA e I AT PR B6 A v P DA DRI — i
Jot Ta] 7L o

2. [ A A B A B0 AR AE 1 AN 2

(1) ESMIPRAEAGE A I JE, JCHXEA IR . EELINE . 81
IUTE A BN 4, WA EINERN B ENR, 22 AL EEUR IR
R 5 50 S 6 v A 2 S R IR T 3 1 B AR AR

(2) [ A EESICBE ARG BG b v PR AS 2

@ o566 B 5 A 0 S AR A

@ INEE ARSI 1) B AR AT A P A B R, H A T VI s

@ N JE MR TEZ 2T JVER RN, &AIND TEDF.
MALDI-TOF MS & R B I 75

@ A RV TSI T S B0A HE A2 HY N BEATLAL) O T H 10 o i S I (1 A 6
brAE,  ANBETH AR I TIR 42 LA X B VR 0o A B PR K
(=) FHIRER



BT (RS I AR A T IR B A R 36 ) bR v B 5| i p IR TS g
BRI AL HE, TR BIHE . % PCR AHLE A IS E TR, TEAREE IR
HoAE L E PRI, AR TG E, AR T E# R
=\ FREYmHIRY RN ANk iE
(—)  JE

KL S 4y B B FR AL R 98 PCR 5945 & AL % 8 5t % e 454
JEIU], 4 1 FEES SRR A o VA I B R AR s T S AR LR 92 17 Ak S T B2y AL
HRIE [ 1SR 2 W 75 2
(=) %, Sl HNFRHER SR

(1] EH, ki, E2HSE. IR TagMan SERF PCR PRIE R U4 & 12
SELTT. AR TAER G AR, 2011, 21(05) :1150-1152.

[2] GB4789.7-2013 &4 ExhniE &Y FRE BIVA My E
far g [S]

[3] WS 271-2007, J&YLIEIIEZWIbRAE[S].

[4] GB4789.44-2020 & &4 E5AriE Gty Fkie G INw K5
[S]

[5] GB4789.28-2013 &2 EZbnE B MUY R 1R
i B #E R [S]

b, FERARASHILHE

FEHRNBEGE R TR BB BRI SE ik, %Ok PCR Y
TR SR AR TT D, 25575 PR VA R TR B & iz T8 B0 T AR 1 TR R AR KR
W, BJE ik e 36 AAMTRIE B I R K A SR I Y T G 7R 56 . TCBS FHHIE 12
OB IR AR BN 4y B RE 7R 3L K%' PCR AT MALDI-TOF MS {1 A% #E 5K B ¥ ]
MR TE TIPSO PCR AN 5 AR AR, £E o] B i B 5 I P &
Kb BB AT ABRSE A T T
F. FERE G Mo, GRS GFMIEIESFE RIS
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() EFNE T B TR A SRR



P FRUERE 25 B AR VA IR CICC10889  IRAIESZIG == MG VE 2 {8 A YR 1k
T3 RN R 0 B A RSN . I PRSI . B NER . ZE SN . /KA
M. RESAIAE . KRS KE. £WHaRaRRE. mamirE. 2k
PR TCBS PR RIS 14 5 € R BT B, 08 5 v 5/ 1 R H At 1 7 7 P e
Btk EIARROIRES

VBRI TE TCBS AIOIEE o tarr R Bt AR K RIF, HEFIf ., THARHERE,
R 23 B R B I BRI

(=) AR R PERAIE

FES SEAE AN PSP 2 P 1 T o B VAR IR 30 Ak, TR TR A
BRI, AT 3%EALENIREE AR K S, R TR, A VITEK &
giiAk. WEEINE D PCR J79%. MALDI-TOF MS =FJ5ikxt 30 Mk it il i 2k 47

AR 30 NTERE VITEK A A 52 KA HH T S0 e 45 1 ih
Vibrio alginolyticus, 4EFRRFEELE 90%LL L CHFR%s e bl L) BN 26 4,
86%-88% (AIHESZMI4EE) HIA 44, AMWFFE N 100%. MALDI-TOF MS %7€ 45
e 30 MEMRIR IS % B S5 BRI Vibrio alginolyticus, FiEiE4r$5 ARk
AEISER, e 100%. 7256 PCREEELS . 30 MEHEMKIA RS S 4
4k, 26 Ct E7E 14. 13-20. 88 Z[A], #HONBHMESE R, FFEFI)y 100%, =4
SE JTVEHS RE AR AT 5 78 30 MRV EEINE, = Ph S 7 R I BUR I3 100%.

(=) FrAERHED M5

K 26 PRARVE BN AR CRIpIRA IRIE CICC23657. 3 IRFT B I T4
CICC10404. St CICC10293. Nzl # B /R #x IR CICC10869. fip % b
TG CICC21513. RAGZEVDITIRE CI1CC21484. # FEHATE CICC10865. HiE
HEBH CICC23829. fifl [GERT B CICC21680. RPN EHAH CICC23875. 4 (b
% BRI CICC23656. 4 2017189, 4 2017190, HEAEZF AT B CICC23828.
HFE 2021081 BEFE 2021105, HRIEZEHTR CICC21635. HLHG 2021078, HIE
2021079, ¥i19 2021080. EIIEIMMEINE CICC21617. EELINE CICC23789. Vil
JIES 2019342, GfH5NE CICC21615. FE/K M 2019186, FEHTARE H M TR
2012320) TR NG T B TR, R T RGO B AR, 7R .
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S IR VITEK RGE4EA . TN 22 PCR 771k MALDI-TOF MS =F75i5%] 26
PRIEHRUEAT 5558 o AT ERIRAIE A SR s A A0 T7 ik BEOROUT I RF 20 U AT 08 (1) 36 7 1 )
BREPE S B  F At ) 46 45 R B T A5 P AR Ry, AR DL S T ) 50 SN
MALDT-TOF MS BAE&5S: BT IR A K I IR X 7 AT, 3o FoAh iR 145 5
S5 ST AR LA AR 7, AR LRI P 28 S5 o W BRI 90 PCR RIS R
26 DRPRIIAR NS0 S BHh 2, HONAYESE R, S 5E J7 VAR B I i i
PR R BRI B =l S8 T VAR TR 100%.

(VU BRI FRIGIE (A8 P25

1. BEid A

FAEARAS 50 1y (1g/ 1) IIATPUR K iRA K G4 1 000 CFU~2 000
CFU) o FH ¥ i 9T o3 4% Bk R 1) S iR FE T 1 CFU/mL~ 10 CFU/mL, K FE 11 ¥
0. 1CFU/mL~1CFU/mL o ¥ ik FE BV ImL IO — 00 T T A3 A A, 4
547 WKL Il M —f3 0 7 4R R SRR A, #I4E 40 3 Hfih 5
35 PR T AR 0 BRI TR TR VR S AT AR A9 7 R PR AR o F AR b VA R 5
RIS FE P REAT RN . RSO0 PCR MO AEALSEE . 2O0 PCR 58 . B 7€
R &5 5

2. WIF4ER

(1) SEBE 1 kPR IGIE 25 R WL 1,

F1 | bR | WERPE PCR Y g SR
SR | AR I &5 R
=1 |5 |BHAM/|ctl EAREER | Afeds | Rigd i WKt | W
iRl BRI (VITEK | Bz | B0 PCR | PCR
FE WERT | E o | Txs | P | g (ct
WE45 pEA 9] ) ( %] (M &)
Rk 4/ BH
JE 2% ) 1)
il
1 BEHE | 21.129 | Vibrio | 95 Vibrio | 9 518 | FHME | 13.675
. alginolyti alginol
5] cus yticus
; J Vibri Vibri |
w2 FHPE | 22.300 aigli”rllglyti 99 aigli”rllgl 9.627 | [HH: | 15.627
E% cus yticus
3 FHAE | 22.621 | Vibrio | gg Vibrio |9 657 | FHME | 15.384
alginolyti alginol
cus yticus




4 | BHME | 2720 | Vibrio ) gg Vibrio 19 648 | BHME | 15.658
alginolyti alginol
cus yticus
5 | B [21.331 | Vibrio 1 9g Vibrio 19 430 | BHME | 15.846
alginolyti alginol
cus yticus
6 | FBAfE | 25254 | Vibrio 1 gg Vibrio | 9 657 | BH4: | 16. 124
alginolyti alginol
cus yticus
7 BHE | N/A / / / / / /
8 | P |24.635 | Vibrio 1 9g Vibrio 19 760 | % | 17.232
alginolyti alginol
cus yticus
3 9 | P |25.736 | Vibrio 199 Vibrio 19 723 | B | 16.354
alginolyti alginol
cus yticus
& |10 |BATE |es.as7 | Vibrio g9 Vibrio 19 669 | BH{E | 16.747
alginolyti alginol
cus yticus
e |1 BHYE | N/A / / / / / /
12 | FHME | 24.720 | Vibrio 199 Vibrio 19 492 | FHIE | 15. 621
alginolyti alginol
E% cus yticus
13 | BH{E | 25.850 | Vibrio 1 9@ Vibrio 19 632 | BH{E | 16.165
alginolyti alginol
cus yticus
14 | BHYE | 24.982 | Vibrio 1 g3 Vibrio 19 742 | BHME | 16.234
alginolyti alginol
cus yticus
15 | P | 86958 | Vibrio )99 Vibrio 19 670 | BH{E | 16. 074
alginolyti alginol
cus yticus
16 | FHME | N/A / / / / / /
17 | B | N/A / / /
18 | FHME | 21.309 | Vibrio 1 9g Vibrio |9 659 | FHME: | 15.936
alginolyti alginol
cus yticus
19 | BH{E | 24.389 | Vibrio 199 Vibrio 19 535 | BHME | 15.721
alginolyti alginol
cus yticus
20 | BAfE | 2s5.267 | Vibrio 199 Vibrio —\ g 617 | B4 | 15.492
alginolyti alginol
cus yticus
21 | BAtE | 25146 | Vibrio 197 Vibrio | g 736 | B4 | 15.321
alginolyti alginol
cus yticus
22 | BT | N/A / / / / / /
23 | PHME | 21092 | Vibrio |99 Vibrio |9 730 | FHME | 15. 746
alginolyti alginol
cus yticus
24 | P | 30.256 | Vibrio g9 Vibrio |9 678 | BH{E | 15.924
alginolyti alginol
cus yticus
25 | P | 19.829 | Vibrio 199 Vibrio 19 564 | BHME | 15.635
alginolyti alginol
cus yticus
26 | P | 25.724 | Vibrio 95 Vibrio 19 509 | BHME | 15. 283
alginolyti alginol
cus yticus
27 |FHM | 82178 |/ / / / / /
28 | PHME | 25.329 | Vibrio 1 gg Vibrio 19 710 | FHME | 15.236
alginolyti alginol
cus yticus
29 | P | 24678 | Vibrio 199 Vibrio 19 694 | BHME | 15.658
alginolyti alginol




cus yticus
30 24.324 | Vibrio 1 9g Vibrio 19 g28 | BHME | 16.271
alginolyti alginol
cus yticus
31 N/A / / / / / /
32 24.236 | Vibrio 195 Vibrio 19 480 | FH4 | 16.426
alginolyti alginol
cus yticus
33 24.141 | Vibrio 1 g7 Vibrio 19 740 | FH{# | 16.832
alginolyti alginol
cus yticus
34 22.875 | Vibrio 199 Vibrio 19 643 | BHME | 15.635
alginolyti alginol
cus yticus
35 23.927 | Vibrio 1 9g Vibrio 19 614 | BHME | 15.269
alginolyti alginol
cus yticus
36 26.098 | Vibrio 199 Vibrio 19 705 | BHME | 15. 147
alginolyti alginol
cus yticus
37 N/A / / / / / /
38 N/A / / / / / /
39 22.044 | Vibrio 1 9g Vibrio 19 575 | BH{E | 14. 981
alginolyti alginol
cus yticus
40 19.657 | Vibrio 1 g3 Vibrio 19 502 | BHME | 15. 636
alginolyti alginol
cus yticus
41 22.192 | Vibrio 197 Vibrio 19 681 | BH{E | 16. 748
alginolyti alginol
cus yticus
42 26.257 | Vibrio 1 9g Vibrio 19 640 | BHME | 15.237
alginolyti alginol
cus yticus
43 19.457 | Vibrio | gg Vibrio 19 635 | BH{E | 16.625
alginolyti alginol
cus yticus
44 24.632 | Vibrio 1 9g Vibrio 19 534 | BHYE | 16.324
alginolyti alginol
cus yticus
45 30.646 | Vibrio 1 g9 Vibrio 19 614 | [H4 | 15.825
alginolyti alginol
cus yticus
X 46 | N/A / / / / / /
He 47 P N/A / / / / / /
H 48 P N/A / / / / / /
49 ‘EE N/A / / / / / /
50 | N/A / / / / / /
iR mIMRBEAL Y PCR VI . AEAL S8 . 9801 PCR %EE . Joit il 245 e A I &5
RYPNBEYE; ARIKEEHVITHBH RN 80%, AL E. G PCR K% . Fik e

R E R EAPER Iy T7. 5%, =A% 7RI FHTERT 5522909 100%; X HEZH DY 20

LRI AR
(2) SLE= 2 Rl RIIES R ML 2.




2 KWE 2 kil PRIGIESS

RO
PCR ¥4 45 3 BRAR
. LA
UNES i
| AR | e AL -
5 o | OOE I s | mmsmm e | 0| v | 0
WERT A T4 il ‘ PCR (Ct
LEFO | B g |
I\ /0
/FRAE)
| 5
| e | 1443 | Vibrio | gg | Vibrio | 1.80
aleinolvt alginolvtic 3 BE 11.21
o | bk | 1414 | VPO | gy Vibrio 1.93
= alvg.lbno.lvt alginolvtic 9 BrE 11.35
g | 3| Mt | 1e.08 PPELO ) gy Vibrio 180 | g
iy alg.lno.lvt alginolvtic Hite .20
52 V 3
4| w1431 | VIPTio | ggy Vibrio | 1.92
alg'lno.lvt alginolvtic 3 FH 4 11. 47
5 | bk | 14.24 | VIPTIO| ggy Vibrio | 2.07
alg'lno.lvt alginolvtic 0 P tz.41
6 | mt | 14.13 | VPTIo 1 ggy Vibrio | 1.77
alg'lno.lvt alginolvtic 4 P tz.41
7| w1416 | ViPrio | gpy | Vibrio | 1.8l
al,cz'lno.lvt alginolvtic 4 BrE 11.10
8 | itk | 14.60 | ViPrio | ggy | Vibrio | 1.80
alginolvt alginolvtic 0 FHE 13.10
o | e | 1468 | VIPTEO | ggy Vibrio 1. 84
aleinolvt alginolvtic 5 BE 11.76
10 | mtE | 14.08 | VIPTEO | goy Vibrio 1.71
alginolvt alginolvtic 3 BRI 12.29
1| e | 1438 | VIPTIO | ggy Vibrio | 1.84
alg.lno.lvt alginolvtic 9 FH 4 11. 88
12 | mte | 1450 | VEPTEO | gqy Vibrio | 1.74
i alQ'an.lvt alginolvtic i 1.0z
v 5
13 | gt | 15.05 | VPTIO | ggy Vibrio | 1.82
" 1 alvg'lbno.lvt alginolvtic 8 P 1.8l
4|t |17 | TR0 9oy Vibrio | 1.77
alg'lno.lvt alginolvtic 5 P H.33
g | 15 | Bt | 14.78 | VIPTIO | ogy Vibrio | 1.78
al,cz'lno.lvt alginolvtic 3 BrE 12.23
16 | it | 15.13 | Vibrio | ggy | Vibrio | 177
al,cz.lno.lvt alginolvtic 0 BrE 11. 64
17 | mtt | 1527 | VIPTEO | goy Vibrio 1.71
aleinolvt alginolvtic P 145
4
18 | it | 14.79 | ViIPTEO | oy Vibrio | 1.78
alginolvt alginolvtic | 8 BEPE | 12.20




Vibrio

Vibrio

19 | PHME | 14.99 93% 4 12.39
alginolvt alginolvtic 1

20 | pate | 14,97 | ViPrio | gy Vibrio 1 L89 pqpe | 3 44
alginolvt alginolvtic 0

o1 | gt | 15,13 | ViPrio | gy Vibriow | 196 pape | 1071
alginolvt alginolvtic 8

22 | FAM: N/A / / / / /

03 | pam | 15,20 | Vibrio 99% Vibrio L7OT mpe | 11,99
alginolvt alginolvtic 4

o1 | pame | 1502 | Vibrio 99% Vibrio L8201 e | 10,70
alginolvt alginolvtic 6

o5 | mtE | 15.22 | ViPTio | ggy Vibrio 1 2.00 | pap | 13 34
alginolvt alginolvtic 8

26 | it | 15.26 | VPO | gy Vibrio 1 L89 pape | 11,25
alginolvt alginolvtic 4

o7 | pate | 14,33 | Vibrio | gy Vibrio 1 196 | pape | q 39
alginolvt alginolvtic 3

o8 | it | 14.50 | Vibrio | gy Vibrio 1 L83 pape | 1231
alginolvt alginolvtic 0

20 | patk | 14.79 | Vibrio | gy Vibriow | 21T gape | 11,82
alginolvt alginolvtic 6

30 | pame | 13,44 | Vibrio 98% Vibrio LT mp | 10,62
alginolvt alginolvtic 2

31| pam | 14,21 | Vibrio 98% Vibrio L9 e | 12,07
alginolvt alginolvtic 3

32 | pame | 14,48 | Vibrio 99% Vibrio L8 e | 11,97
alginolvt alginolvtic 7

33 | mte | 14065 | VEPTEO | ggy Vibrio L8O mpe | 11,30
alginolvt alginolvtic 8

34 |tk | 14006 | VEPTEO | ggy Vibrio 1 L76 1 pape | 11,85
alginolvt alginolvtic 6

35 |tk | 14036 | VEPTEO | ggy Vibrio 1 L94 pape | 178
alginolvt alginolvtic 5

36 | pape | 14,23 | ViPTio | gy Vibrio 1 L871 pape | 13,07
alginolvt alginolvtic 8

37 | mte | 14048 | VEPTiO | ggy Vibriow | L76 1 pqpe | 19,95
alginolvt alginolvtic 5

38 | pam | 13.58 | Vibrio 99% Vibrio 20801 pape | 12,08
alginolvt alginolvtic 4

39 | pam | 1443 | Vibrio 99% Vibrio LT e | 1168
alginolvt alginolvtic 0

20 | pape | 14,73 | Vibrio 99% Vibrio 2000 ppe | 11,56
alginolvt alginolvtic 5

41 | BAME | N/A Vibrio 99% Vibrio L84 i 12. 12
alginolvt alginolvtic 1

a2 | w1479 | VibTio | gy Vibrio 1196 | pape | 953
alginolvt alginolvtic 7
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43 | mgE | 14,43 | Vibrio 99% Vibrio L 11.93
alginolvt alginolvtic 6
ag | omgE | 14031 | Vibrio 99% Vibrio LTOT e | 1153
alginolvt alginolvtic 4
45 | mgE | 14,74 | Vibrio 99% Vibrio LOT T ppe 12. 96
alginolvt alginolvtic 8
46 | BHYE N/A / / / / / /
47 | BHYE N/A / / / / / /
Xof
s} 48 | BAME | N/A / / / / / /
70
49 | BHYE N/A / / / / / /
50 | BAME | N/A / / / / / /

LRI AR

ZE. EIREEHTOE PCR WITH . ALK 8. PO PCR %58 . T4 e kil &5
S AP ARIREEHYITE I 2 95%, A58, T80 PCR K5, itk % &
R 25 SR RH M N 97. 5%, = /AN4E5E VAR FH MR AR 508 100%; X HEZH P 2H

(3) SEB= 3 Al RIIELS R ML 3.

3 LIE 3 Rl PRIGIESS

A B VR n
e e i
" PCR #J i 45 S
bin A4k JR i i
g H Al " o .
= A | B (VITEK # R FIESER | YRS PCR & 5
EN = o NEEUN
g | T | /M| CufE T WE | T | A | R (B | PCRCCt
)
1 - o Ji ) & M| D
VAN
(%) ) )
1| pak | 14,83 | Vibrio 99% | VIPTIO o 099 | pap: | 12,51
alginolvti alginolvt
o |tk | 1412 | VAP | ggy | Vibrioo To ose | me | 1165
N alginolvti alginolvt
“W 3 | gk | 14.07| Vibrio gen | VIPTIO g s08 | pdE | 11,45
w alginolvti alginolvt
ol g | mge | 14056 | ViPTO 5% | ViPrio o osr | omge | 12,41
alginolvti alginolvt
5 | pamk | 14,14 | Vibrio go% | VAPrio 1o aee | ome | 1123
alginolvti alginolvt
6 | papk | 14.65| Vibrio ge% | Vibrio 1o o015 1 ppe | 1146
alginolvti alginolvt
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Vibrio

Vibrio

7 | BHME | 14. 84 90% .211 FH M 12. 40
alginolvti alginolvt

s |tk | 1468 | VAPTIO | ggq | VIPTIO bo a0 | mme | 11020
alginolvti alginolvt

9 | Bt | N/A / / / / / /

10 | pat | 14,65 | ViPrio g9y | Vibrio 445 | PHME | 11.39
alginolvti alginolvt

11 | BAE | N/A / / / / / /

12 | pat | 15,53 | ViPrio g9y | Vibrio 2373 | FHME | 12,12
alginolvti alginolvt

13 | migE | 15.99 | Vibrio | ggy | Vibrio 0360 | BEME | 12,11
alginolvti alginolvt

14 | BAME | N/A / / / / / /

15 | ptk | 15018 | Vibrio | ggy | Vibrioo o aoq b g | 1165
alginolvti alginolvt

16 | Btk | 15,45 | Vibrio gy | Vibrioho ann b e |y g
alginolvti alginolvt

17 | mk | 1517 | Vibrio gy | Vibrion ho ogs l e | 191
alginolvti alginolvt

18 | BAME | N/A / / / / / /

19 | pat | 15,33 | Vibrio g9y | Vibrio 2312 | PHME | 11.93
alginolvti alginolvt

20 | pape | 1526 | Vibrio g9y | Vibrio 407 | PHME | 12.15
alginolvti alginolvt

o1 |t | 15.43 | Vibrio | ggy | Vibrio 197 | pEE | 1173
alginolvti alginolvt

22 | P | N/A / / / / / /

203 | mte | 15,23 | VIPTEO | ggy | VEPTEO o s7o | pp | 12,14
alginolvti alginolvt

24 | FHME | N/A / / / / / /

o5 | mtk | 15.20 | VIPTEO | ggy | VEPTEO o sra | pmp | 1175
alginolvti alginolvt

26 | pte | 15.66 | ViPTio gey | Vibrio 325 | PHME | 11.47
alginolvti alginolvt

27 | BHYE | N/A / / / / / /

28 | BHYE | N/A / / / / / /

00 |t | 14.77 | Vibrio | gy | Vibrio 333 | PEME | 11.33
alginolvti alginolvt

30 |t | 15,42 | ViPrio | ggy | Vibrio 311 | BE | 1126
alginolvti alginolvt
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31| mte | 1561 | VEPTEO | gsy | VEPTEO b o oss | prp | 10,99
alginolvti alginolvt
32 | mde | 1512 | VEPTEO | ggy | VEPTRO b ais | pap | 1098
alginolvti alginolvt
33 | mde | 15,08 | VEPTRO | ggy | VEPTRO o ser | | 12,00
alginolvti alginolvt
34 | g | 1514 | VibTiO 96% | VIPTIO o osg | opge | 1174
alginolvti alginolvt
35 | Pt | 14.99 | VibTio g% | VPO o sss | g | 12,01
alginolvti alginolvt
36 | BHYE | N/A / / / / / /
37 |t | 15018 | VAP | ggy | ViPTio 1o ogg | g | 1185
alginolvti alginolvt
38 | mdE | 1528 | VEPTEO | ggy | VEPTEO o osr | pmp | 1197
alginolvti alginolvt
30 | mde | 1523 | VEPTEO | ggy | VEPTEObo org | pmp | 12018
alginolvti alginolvt
20 |k 1513 | VAPTEO | gge | VEBTIO b o oo | mwe | 10,96
alginolvti alginolvt
41 | B | N/A / / / / / /
a2 | e | 15,19 | Vibrio g9% | VPO 1o 099 | mge | 1177
alginolvti alginolvt
43 | B | N/A / / / / / /
a4 | g | 14031 | Vibrio o | VPO 1o ose | omge | 12,03
alginolvti alginolvt
45 |tk | 1504 | ViPrio ogpy | Vibriolo ase | g | 1147
alginolvti alginolvt
46 | B | N/A / / / / / /
47 | BAME | N/A / / / / / /
*if
i 48 | BAME | N/A / / / / / /
7H
49 | B | N/A / / / / / /
50 | BHYE | N/A / / / / / /

SR WIREEAYOE PCRAITH . A E . 9O PCR 458 L il 4 @ Al 45
RN ARAREEHNITHPA M2 72. 5%, AEMEEE . PO PCR EE . ik
SERE IS RBAVER Iy 72. 5%, =AM TR I FAPERT & 34405 100%; X 4LDY
HERENARK
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(4) sREe= 4 Al RIS IESS R W& 4.

4 FWE 4 frl PREGIESS

e | pe | HIEBIDE LR
PCR #] i &45
B[
R
K|S || Cct| Eg Afe | BEZIRET | B | P06 | POt
/ BH | 1ED (VITEK % | 4 LAFR) i | PCR | PCR
il 45 HRT XA | AE AR | (Ct
9] & 7ix (| D
(% C| T/
) Z | 1)
KD
1 | BAtE | 155 | Vibrio 93 | Vibrio 9.0 | FHTE |13.0
|2 | BHME | 153 | Vibrio 94 | Vibrio 9.2 | FHYE | 120
w alginolyticus alginolyticus 79
B3 | e 15.8 | Vibrio 92 Vibrio 93 | FHYE | 13.0
alginolyticus alginolyticus 03
4 | BAYE | 158 | Vibrio 93 Vibrio 93 | B | 125
alginolyticus alginolyticus 42
5 | BHYE | 152 | Vibrio 93 Vibrio 94 | FHYE | 135
alginolyticus alginolyticus 76
6 | FHTE | 263 Vibrio 93 Vibrio 93 | matE | 143
alginolyticus alginolyticus 35
T B | / / / / / /
8 | BN |/ / / / ;| /
9 | BHME | 157 | Vibrio 93 Vibrio 9.2 | FHYE | 14.0
10 | P | 054 | Vibrio 95 Vibrio 9.0 | FHE | 12.0
o alginolyticus alginolyticus 08
11 | FHYE | 291 | Vibrio 93 Vibrio 9.2 | FHE | 13.0
% alginolyticus alginolyticus 68
12 | FHYE | 156 | Vibrio 93 Vibrio 9.4 | FHE | 13.0
5 alginolyticus alginolyticus 26
13 | P | 154 | Vibrio 93 Vibrio 93 | FHYE | 130
alginolyticus alginolyticus 49
14 | FHYE | 281 Vibrio 94 Vibrio 9.1 | FHIE | 145
alginolyticus alginolyticus 62
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15 | BHYE | 089 | Vibrio 93 Vibrio 9.1 | FHYE | 135
alginolyticus alginolyticus 78

16 | BATE | / / / / / /

17 | BHYE | 254 | Vibrio 95 Vibrio 9.1 | FHIE | 15.6
alginolyticus alginolyticus 88

18 | PHE | 156 | Vibrio 93 Vibrio 92 | B | 125

19 | FEHYE | 26.4 Vibrio 93 Vibrio 9.0 | FHTE | 125
alginolyticus alginolyticus 53

20 | FHME | 283 | Vibrio 93 Vibrio 9.1 | BHYE | 140
alginolyticus alginolyticus 75

21 | BAYE | 297 | Vibrio 93 Vibrio 9.1 | FETE | 135
alginolyticus alginolyticus 30

22 | BHYE | 161 | Vibrio 93 Vibrio 9.1 | FHtE | 132
alginolyticus alginolyticus 99

23 | BHM: | 158 | Vibrio 93 Vibrio 9.0 | FHtE | 13.0
alginolyticus alginolyticus 02

24 | FE | / / / / / /

25 | BHYE | 264 | Vibrio 93 Vibrio 9.1 | PHTE | 163
alginolyticus alginolyticus 22

26 | BIME |, / / / / / /

27 | BHYE | 23,8 | Vibrio 94 Vibrio 9.4 | PHYE | 13.6
alginolyticus alginolyticus 76

28 | FHYE | 948 | Vibrio 93 Vibrio 9.4 | FHME | 12.0
alginolyticus alginolyticus 25

29 | BHM: | 163 | Vibrio 93 Vibrio 9.5 | FHtE | 12.0

30 | FHYE | 266 Vibrio 95 Vibrio 9.5 | FHYE | 135
alginolyticus alginolyticus 31

31 | FAYE | 255 | Vibrio 93 | Vibrio 94 | FE | 145
alginolyticus alginolyticus 42

32 | BHME | 3093 | Vibrio 93 Vibrio 9.0 | BFHTE | 135
alginolyticus alginolyticus 02

33 | BHTE | 253 | Vibrio 93 Vibrio 9.0 | PHME | 13.5
alginolyticus alginolyticus 34

34 | BHE | 284 | Vibrio 93 Vibrio 9.5 | BHME | 14.0
alginolyticus alginolyticus 18

35 | BHYE | 313 | Vibrio 93 Vibrio 92 | BT | 135
alginolyticus alginolyticus 57

36 | FHI% | 265 | Vibrio 93 Vibrio 9.1 | PHYE | 14.0
alginolyticus alginolyticus 89

37 | BHTE | 216 | Vibrio 93 Vibrio 9.0 | PHTE | 12.5
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alginolyticus alginolyticus 96
38 | BHME | 246 | Vibrio 93 Vibrio 9.1 | FHIE | 15.0
alginolyticus alginolyticus 57
39 | BHTE | 23,5 | Vibrio 93 | Vibrio 9.0 | FAtE | 146
alginolyticus alginolyticus 57
40 | FIE | / / / / / /
41 | BHME | 300 | Vibrio 93 Vibrio 9.4 | FHYE | 12.0
alginolyticus alginolyticus 15
42 | BHME | 286 | Vibrio 93 Vibrio 9.1 | BHYE | 120
alginolyticus alginolyticus 67
43 | BHME | 206 | Vibrio 94 Vibrio 9.5 | FHME | 138
alginolyticus alginolyticus 37
44 | BHYE | 247 | Vibrio 92 Vibrio 9.5 | PHIE | 16.2
alginolyticus alginolyticus 18
45 | BHME | 206 | Vibrio 93 Vibrio 93 | PHIE | 154
alginolyticus alginolyticus 35
Xfoo[46 | Bt |/ / / / / / /
B Tar [ pim |/ / / / / / /
A s otk |/ / RN Ty /
49 | BATE |/ / / / /| /
50 | BAME |/ / / / / / /

gEOL. mREE O PCR IR AEALSEE . T PCR %508 i 4 52 A 25
IR RN TH B MR 85%, AL RE . W PCR %58 Rk % E
R &5 SRR 2350 85%, = AN T8 7 VA PRI -5 264509 100%; S FR 41 DU 20 45
R RAK

3. BRIV

(1) 4 NSRS/ EIREA (1 CFU/g~10 CFU/g) %)% PCR #)Ffi. AEAL4E
B 906 PCR S8« I 4 i ar I 45 SR PR I 22350 100%,  H =A% 77 1 FH
PERF G 310 100%.

(2) fRIKREL (0.1 CFU/g~1 CFU/g) ¢ PCR WA FRIBH I R S286 % 1 N
80% W& T =N 45 AR R 77, 5%, SEIGE 2 4 95% MR T =A% 2 41
97. 5%, FHEPRANSLER = 5O6 PCR W PR 1 2 5 =A% 58 Oy ik kil 45 R — 0.
PAAEA S 58 D7V N B TT 2, ROt PCR W0 & 1) R BURE D 100%, 45 7142 100%.
IR T B I BH 3R A . 5296 PCR #I9 83. 1% A4k % 5E 77 ik 83. 1% ¢ PCR
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BB TTIE 83, 1% 4 774 83. 1%,
(3) =EANKEFT: EHEE. WL PCR XE. HikLEMN N BERLEE

SR — By 100%,

(F.) BRAEIEE 1Y 2 AV
BEARAER I 77 7 RABE 100%, Hr5fE 100%, AEMFR T2 =1 CFU/g.

7~ RAERMRENIZE SR EERA

5 P 4 TR VS S AE b A i S R B AR 56 I B v, ASBRvEfr SERIVA
MAPEINER S (GB 4789.7-2013 iz 4 [H FhriE & A ke
5 BV MRS ATSS) AR SE e sy, SOR TSR R it R R
#1720 PCR. MALDI-TOF MS J7VE 5| AARSUIHE N EE T, IF
2 FE B PPN VS 925 175 A B ) ol TR SR W 8 T 31 B R 940 PCR 119
PRI 7 A 77
. FRED KA E TR HE R FIR A A ER

7o
J\s EXENTERLEE S KT
7o
v BRI EI

AARHEREAE ST B B A TR (NS RRAS TP BN R e )
% S8 B AFRE A TG B 5 RN R RSP I TE T ],
bR £ BRI SRR A, AEbRHER TR (TS S bR A 3 e

A
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