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Technical rules for diagnosis and control of cryptosporidiosis in

large-scale farms
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Al. Pa#FHh SSU rRNA HEFE & PCR kK Rk ZE

=l 55 —% PCR AL (pL) A 55 % PCR AR (uL)
Reagent Volume of first round Reagent Volume of the second round
PCR(uL) of PCR(uL)

1 1 Primary PCR Product 2
1.25 1.25 F2 (10 uM) 2.5
1.25 1.25 R2 (10 uM) 2.5

2 2 Mix (2X) 25

25 25 ddH20 18
19.5 19.5

A2. F27F R SSURNA EFEER PCR R FIZF
R BN R AR K

Reaction sequence

First round reaction Second round reaction

Number of cycles

Az

94°C, 5min 94°C, 5min 1x
At 94°C, 455 94°C, 45s
1Bk 55°C, 45s 55°C, 45s 35x%
HEfi 68°C, Imin 68°C, 1min
HEfi 68°C, 7min 68°C, 7min 1x
A3, #UNBRTR T gp60 EREER PCR R NIEF
SN F—R RN BN TEIREL
Reaction sequence First round reaction Second round reaction Number of cycles
THAZ 4 94°C, 5min 94°C, 5min 1x
AR 94°C, 455 94°C, 455
Bk 52°C, 45s 50°C, 45s 35x
HE A 68°C, 1min 68°C, 1min
HE A 68°C, 7min 68°C, 7min 1x
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B1. &3\ PCR # 182 70F H SSURNA EE 5|4

BAREE (T

HH SIMFEH s <3 Annealing H B4 RN (bp)
Gene Primer sequence 5 '- 3' temperature(‘C) Target band size (bp)
F1: TTCTAGAGCTAATACATGCG
R1: CCCATTTCCTTCGAAACAGGA 55 1320
SSU rRNA
F2: GGAAGGGTTGTATTTATTAGATAAAG
R2: CTCATAAGGTGCTGAAGGAGTA 55 830

B2. HU/MBTRF A gpo0 BEE LRS54

SMFH 5 <3 BAGRE CCH

Primer sequence 5 '- 3' Annealing temperature ('C)

H %8 K/ (bp)
Target band size (bp)

F1: TTACTCTCCGTTATA GTCTCC
R1: GGAAGGAACGATGTATCTGA
F2: TCCGCTGTATTCTCAGCC
R2: GCAGAGGAACCAGCATC
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